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Akata

RRID:CVCL_0148
Type: Cell Line

Proper Citation

RRID:CVCL_0148

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL 0148

Proper Citation: RRID:CVCL_0148

Description: Cell line Akata is a Cancer cell line with a species of origin Homo sapiens
(Human)

Sex: Female
Disease: EBV-related Burkitt lymphoma

Defining Citation: PMID:1647567, PMID:1915267, PMID:9473234, PMID:9973220,
PMID:11559830, PMID:23152513, PMID:25787276, PMID:28960205

Comments: Virology: Contains a complete EBV genome (strain Akata) which has been
sequenced (PubMed=23152513; PubMed=25787276)., Population: Japanese.

Category: Cancer cell line

Organism: Homo sapiens (Human)

Name: Akata

Synonyms: AKATA, Akata-BL, Akata BL, Akata-EC, Akata-Early Culture

Cross References: MCCL:MCC:0000041, cancercelllines:CVCL_0148, CLS:305510,
Cosmic:931094, Cosmic:2301567, IARC_TP53:698, JCRB:JCRB1763, NCBI_Iran:C451,
TOKU-E:3580, Wikidata:Q54749080

ID: CVCL_0148
Record Creation Time: 20220427T215216+0000

Record Last Update: 20260830T002223+0000
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Ratings and Alerts
No rating or validation information has been found for Akata.

No alerts have been found for Akata.

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics
We found 2 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .

Diepstraten ST, et al. (2024) Putting the STING back into BH3-mimetic drugs for TP53-
mutant blood cancers. Cancer cell, 42(5), 850.

Rodina A, et al. (2023) Systems-level analyses of protein-protein interaction network
dysfunctions via epichaperomics identify cancer-specific mechanisms of stress adaptation.
Nature communications, 14(1), 3742.
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