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HT-1080
RRID:CVCL_0317
Type: Cell Line

Proper Citation

RRID:CVCL_0317

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL_0317

Proper Citation: RRID:CVCL_0317

Description: Cell line HT-1080 is a Cancer cell line with a species of origin Homo sapiens
(Human)

Sex: Male

Disease: Fibrosarcoma

Defining Citation: PMID:375235, PMID:3335022, PMID:3413074, PMID:3558490,
PMID:3986962, PMID:4132053, PMID:6304521, PMID:6538202, PMID:6652615,
PMID:11416159, PMID:11668190, PMID:12068308, PMID:17254797, PMID:20164919,
PMID:20215515, PMID:22282976, PMID:22460905, PMID:24726063, PMID:25485619,
PMID:25877200, PMID:26351324, PMID:26368816, PMID:26589293, PMID:27397505,
PMID:28196595, PMID:30894373, PMID:31068700, PMID:31978347, PMID:35839778

Comments: Caution: This cell line is considered by some researchers to represent a
dedifferentiated chondrosarcoma due to the presence of an IDH1 mutation
(PubMed=26368816)., Anecdotal: One of the 3 cell lines (HT-1080, RD and SK-N-SH)
where the NRAS oncogene was first identified (PubMed=6304521)., Population:
Caucasian., Part of: Naval Biosciences Laboratory (NBL) collection (transferred to ATCC
in 1982)., Part of: MD Anderson Cell Lines Project., Part of: ENCODE project common cell
types; tier 3., Part of: COSMIC cell lines project., Part of: Cancer Dependency Map project
(DepMap) (includes Cancer Cell Line Encyclopedia - CCLE).

Category: Cancer cell line

Organism: Homo sapiens (Human)

Name: HT-1080
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Synonyms: Ht-1080, HT 1080, HT1080, HT 1080.T

Cross References: BTO:BTO_0001282, CLO:CLO_0004266, CLO:CLO_0004276,
EFO:EFO_0002059, MCCL:MCC:0000210, CLDB:cl1735, CLDB:cl1736, CLDB:cl1737,
CLDB:cl1738, CLDB:cl1740, CLDB:cl1741, CLDB:cl1742, CLDB:cl4913, ABM:T8971,
ArrayExpress:E-MTAB-38, ArrayExpress:E-MTAB-783, ArrayExpress:E-MTAB-2706,
ArrayExpress:E-MTAB-2770, ArrayExpress:E-MTAB-3610, ATCC:CCL-121, ATCC:CRL-
7951, BCRC:60037, BCRJ:0110, BioGRID_ORCS_Cell_line:279,
BioSample:SAMN01821563, BioSample:SAMN01821634, BioSample:SAMN01821685,
BioSample:SAMN01821731, BioSample:SAMN03471913, BioSample:SAMN10987635,
cancercelllines:CVCL_0317, CCRID:1101HUM-PUMC000070,
CCRID:3101HUMTCHu170, CCRID:4201HUM-CCTCC00105, CCTCC:GDC0105,
Cell_Model_Passport:SIDM00828, ChEMBL-Cells:CHEMBL3308396, ChEMBL-
Targets:CHEMBL614580, CLS:300216, Cosmic:716177, Cosmic:716188,
Cosmic:724819, Cosmic:907064, Cosmic:912000, Cosmic:1045409, Cosmic:1067221,
Cosmic:1933190, Cosmic:2009505, Cosmic:2301553, Cosmic:2307731, Cosmic:2560245,
Cosmic:2764533, Cosmic-CLP:907064, DepMap:ACH-000054, DSMZ:ACC-315,
DSMZCellDive:ACC-315, ECACC:85111505, EGA:EGAS00001000610,
EGA:EGAS00001000978, ENCODE:ENCBS039VHD, ENCODE:ENCBS225AAA,
ENCODE:ENCBS512AAA, ENCODE:ENCBS513AAA, ENCODE:ENCBS617SGR,
ENCODE:ENCBS688VJF, ENCODE:ENCBS798NML, ENCODE:ENCBS816VMN,
ENCODE:ENCBS937RAY, FANTOM5_SSTAR:10758-110E2, GDSC:907064,
GEO:GSM185089, GEO:GSM185090, GEO:GSM256074, GEO:GSM256075,
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2013029YJ, KCLB:10121, LiGeA:CCLE_463, LINCS_LDP:LCL-1435, Lonza:744,
NCBI_Iran:C437, PharmacoDB:HT1080_625_2019, PRIDE:PXD030304,
Progenetix:CVCL_0317, PubChem_Cell_line:CVCL_0317, RCB:RCB1956, TKG:TKG
0202, TOKU-E:1963, Wikidata:Q5636047
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Ratings and Alerts



No rating or validation information has been found for HT-1080.

Warning:  Discontinued: ATCC; CRL-7951
Caution: This cell line is considered by some researchers to represent a dedifferentiated
chondrosarcoma due to the presence of an IDH1 mutation (PubMed=26368816).,
Anecdotal: One of the 3 cell lines (HT-1080, RD and SK-N-SH) where the NRAS
oncogene was first identified (PubMed=6304521)., Population: Caucasian., Part of: Naval
Biosciences Laboratory (NBL) collection (transferred to ATCC in 1982)., Part of: MD
Anderson Cell Lines Project., Part of: ENCODE project common cell types; tier 3., Part of:
COSMIC cell lines project., Part of: Cancer Dependency Map project (DepMap) (includes
Cancer Cell Line Encyclopedia - CCLE). Warning:  Discontinued: RCB; RCB1956
Caution: This cell line is considered by some researchers to represent a dedifferentiated
chondrosarcoma due to the presence of an IDH1 mutation (PubMed=26368816).,
Anecdotal: One of the 3 cell lines (HT-1080, RD and SK-N-SH) where the NRAS
oncogene was first identified (PubMed=6304521)., Population: Caucasian., Part of: Naval
Biosciences Laboratory (NBL) collection (transferred to ATCC in 1982)., Part of: MD
Anderson Cell Lines Project., Part of: ENCODE project common cell types; tier 3., Part of:
COSMIC cell lines project., Part of: Cancer Dependency Map project (DepMap) (includes
Cancer Cell Line Encyclopedia - CCLE).
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