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SK-N-MC
RRID:CVCL_0530
Type: Cell Line

Proper Citation

RRID:CVCL_0530

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL_0530

Proper Citation: RRID:CVCL_0530

Description: Cell line SK-N-MC is a Cancer cell line with a species of origin Homo
sapiens (Human)

Sex: Female

Disease: Askin tumor

Defining Citation: PMID:29704, PMID:62055, PMID:327080, PMID:856461,
PMID:2784858, PMID:2987426, PMID:3518877, PMID:4748425, PMID:6582512,
PMID:7037175, PMID:7459858, PMID:7591257, PMID:8040301, PMID:8378080,
PMID:8570170, PMID:8617485, PMID:8665486, PMID:9121763, PMID:11668190,
PMID:15390183, PMID:18160777, PMID:19787792, PMID:20143388, PMID:21822310,
PMID:22460905, PMID:23325432, PMID:24312454, PMID:25010205, PMID:25223734,
PMID:26351324, PMID:26428435, PMID:26589293, PMID:30879952, PMID:30894373,
PMID:31068700, PMID:31978347, PMID:36476851

Comments: Population: Caucasian., From: Memorial Sloan Kettering Cancer Center;
New York; USA., Part of: Ewing Sarcoma Cell Line Atlas (ESCLA)., Part of: ENCODE
project common cell types; tier 3., Part of: Cancer Dependency Map project (DepMap)
(includes Cancer Cell Line Encyclopedia - CCLE)., Problematic cell line: Misclassified.
Originally thought to be a neuroblastoma cell line but shown to be from an Askin tumor
(PubMed=20143388)..

Category: Cancer cell line

Organism: Homo sapiens (Human)

Name: SK-N-MC
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Synonyms: SKNMC, SK-NM-C, SK-NMC

Cross References: BTO:BTO_0002914, CLO:CLO_0009058, EFO:EFO_0002860,
MCCL:MCC:0000429, CLDB:cl4338, CLDB:cl4339, CLDB:cl4340, CLDB:cl4341,
CLDB:cl4342, CLDB:cl4343, 4DN:4DNSRW6BI5JA, ArrayExpress:E-MTAB-2770,
ATCC:HTB-10, BioGRID_ORCS_Cell_line:462, BioSample:SAMN01821666,
BioSample:SAMN03151999, BioSample:SAMN10987896, cancercelllines:CVCL_0530,
CancerTools:161936, CCRID:1101HUM-PUMC000263, CCRID:3101HUMTCHu50,
Cell_Model_Passport:SIDM00634, ChEMBL-Cells:CHEMBL3307551, ChEMBL-
Targets:CHEMBL614163, CLS:300340, Cosmic:753613, Cosmic:897448,
Cosmic:922655, Cosmic:1078367, Cosmic:1078391, Cosmic:1082511, Cosmic:1084314,
Cosmic:2228233, Cosmic:2250468, Cosmic:2301579, DepMap:ACH-000039,
DSMZ:ACC-203, DSMZCellDive:ACC-203, ECACC:90022302, ENCODE:ENCBS203EZT,
ENCODE:ENCBS255ORK, ENCODE:ENCBS273LIC, ENCODE:ENCBS357PJT,
ENCODE:ENCBS366AET, ENCODE:ENCBS387QLW, ENCODE:ENCBS400ENC,
ENCODE:ENCBS423QPB, ENCODE:ENCBS426ENC, ENCODE:ENCBS556HGY,
ENCODE:ENCBS734TWP, FANTOM5_SSTAR:10728-110A8, GEO:GSM393038,
GEO:GSM510009, GEO:GSM824868, GEO:GSM824869, GEO:GSM887596,
GEO:GSM888679, GEO:GSM945247, GEO:GSM945264, GEO:GSM1022638,
GEO:GSM1676318, GEO:GSM1701651, GEO:GSM5359700, GEO:GSM5359701,
GEO:GSM5359702, GEO:GSM5359703, GEO:GSM5359704, GEO:GSM5359705,
GEO:GSM5362882, GEO:GSM5362883, GEO:GSM5362890, GEO:GSM5362891,
GEO:GSM5362898, GEO:GSM5362899, GEO:GSM5364006, GEO:GSM5364007,
GEO:GSM5364008, GEO:GSM5364009, GEO:GSM5364010, IARC_TP53:23586,
IGRhCellID:SKNMC%20GEO, IZSLER:BS TCL 93, KCB:KCB 2012033YJ, KCLB:30010,
LiGeA:CCLE_596, Lonza:82, NCBI_Iran:C535, PharmacoDB:SKNMC_1408_2019,
Progenetix:CVCL_0530, PubChem_Cell_line:CVCL_0530, TOKU-E:3148,
Wikidata:Q54954478

ID: CVCL_0530

Record Creation Time: 20220427T221547+0000

Record Last Update: 20260815T235826+0000

Ratings and Alerts

No rating or validation information has been found for SK-N-MC.

Warning:  Problematic cell line: Misclassified. Originally thought to be a neuroblastoma cell
line but shown to be from an Askin tumor (PubMed=20143388).

Registration: International Cell Line Authentication Committee, Register of Misidentified
Cell Lines; ICLAC-00267.
Population: Caucasian., From: Memorial Sloan Kettering Cancer Center; New York; USA.,
Part of: Ewing Sarcoma Cell Line Atlas (ESCLA)., Part of: ENCODE project common cell
types; tier 3., Part of: Cancer Dependency Map project (DepMap) (includes Cancer Cell
Line Encyclopedia - CCLE)., Problematic cell line: Misclassified. Originally thought to be a
neuroblastoma cell line but shown to be from an Askin tumor (PubMed=20143388)..
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Source: Cellosaurus

Usage and Citation Metrics

We found 391 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .
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