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T47D/A1-2
RRID:CVCL_0I95
Type: Cell Line

Proper Citation

RRID:CVCL_0I95

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL_0I95

Proper Citation: RRID:CVCL_0I95

Description: Cell line T47D/A1-2 is a Cancer cell line with a species of origin Homo
sapiens (Human)

Sex: Female

Disease: Invasive breast carcinoma of no special type

Defining Citation: PMID:2550815, PMID:32170217

Comments: Population: Caucasian.

Category: Cancer cell line

Organism: Homo sapiens (Human)

Name: T47D/A1-2

Synonyms: T47D(A1-2), T47D A1-2, A1-2

Cross References: cancercelllines:CVCL_0I95, GEO:GSE141834, Wikidata:Q54971573

ID: CVCL_0I95

Hierarchy: cvcl_0553

Record Creation Time: 20220427T221618+0000

Record Last Update: 20260830T000050+0000

Ratings and Alerts

https://rrid.site
https://rrid.site/data/record/SCR_013869-1/CVCL_0I95/resolver
https://web.expasy.org/cellosaurus/CVCL_0I95
https://pubmed.ncbi.nlm.nih.gov/2550815
https://pubmed.ncbi.nlm.nih.gov/32170217


No rating or validation information has been found for T47D/A1-2.

No alerts have been found for T47D/A1-2.

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics

We found 7 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .
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