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Type: Cell Line

Proper Citation

RRID:CVCL_3656

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL_3656

Proper Citation: RRID:CVCL_3656

Description: Cell line BSC40 is a Spontaneously immortalized cell line with a species of
origin Chlorocebus pygerythrus (Vervet monkey)

Sex: Sex unspecified

Defining Citation: PMID:4362640

Comments: Characteristics: Adapted to growth at 40 Celsius., Problematic cell line:
Misidentified. Parent cell line (BS-C-1) was originally thought to be of Chlorocebus
aethiops origin but originate from Chlorocebus pygerythrus.., Group: Non-human primate
cell line.

Category: Spontaneously immortalized cell line

Organism: Chlorocebus pygerythrus (Vervet monkey)

Name: BSC40

Synonyms: BSC-40

Cross References: BTO:BTO_0001529, CLO:CLO_0002038, EFO:EFO_0022771,
AddexBio:T0011003/4893, ATCC:CRL-2761, Wikidata:Q54798394

ID: CVCL_3656

Hierarchy: cvcl_0607

Record Creation Time: 20220427T215414+0000

Record Last Update: 20260829T231644+0000
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Ratings and Alerts

No rating or validation information has been found for BSC40.

Warning:  Problematic cell line: Misidentified. Parent cell line (BS-C-1) was originally
thought to be of Chlorocebus aethiops origin but originiate from Chlorocebus pygerythrus.
Characteristics: Adapted to growth at 40 Celsius., Problematic cell line: Misidentified.
Parent cell line (BS-C-1) was originally thought to be of Chlorocebus aethiops origin but
originate from Chlorocebus pygerythrus.., Group: Non-human primate cell line.
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Usage and Citation Metrics

We found 171 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .
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