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OP9
RRID:CVCL_4398
Type: Cell Line

Proper Citation

CLS Cat# 305174, RRID:CVCL_4398

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL_4398

Proper Citation: CLS Cat# 305174, RRID:CVCL_4398

Description: Cell line OP9 is a Stromal cell line with a species of origin Mus musculus
(Mouse)

Sex: Sex unspecified

Defining Citation: PMID:8066449, PMID:8990620, PMID:20659712, PMID:20810995,
PMID:23469264, PMID:28176856

Comments: Characteristics: Used as feeder cells for the differentiation of ES cells and
iPS cells into hematopoietic cells., Characteristics: Does not produce Csf1 (M-CSF) due to
a mutation in the gene.

Category: Stromal cell line

Organism: Mus musculus (Mouse)

Name: OP9

Synonyms: OP-9

Cross References: BTO:BTO_0003295, CLO:CLO_0008268, ATCC:CRL-2749,
BCRC:60566, BCRJ:0309, CCRID:1101MOU-PUMC000479, CCRID:3101MOUGNM17,
CCRID:3101MOUSCSP227, CLS:305174, GEO:GSM562062, RCB:RCB1124,
Wikidata:Q50871278

ID: CVCL_4398

Vendor: CLS

Catalog Number: 305174
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Ratings and Alerts

No rating or validation information has been found for OP9.

No alerts have been found for OP9.

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics

We found 41 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .
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