
Resource Summary Report

Generated by RRID on Sep 7, 2026

MCF10DCIS.com
RRID:CVCL_5552
Type: Cell Line

Proper Citation

RRID:CVCL_5552

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL_5552

Proper Citation: RRID:CVCL_5552

Description: Cell line MCF10DCIS.com is a Transformed cell line with a species of origin
Homo sapiens (Human)

Sex: Female

Defining Citation: PMID:10904098, PMID:18455123, PMID:23401782, PMID:25485619,
PMID:34238275

Comments: Characteristics: Derived from a xenograft originating from MCF-10AT cells
that were injected into severe combined immune-deficient mice.

Category: Transformed cell line

Organism: Homo sapiens (Human)

Name: MCF10DCIS.com

Synonyms: MCF10DCIS.COM, MCF10ADCIS.com, MCF10A-DCIS.com, MCF10DCIS,
MCFDCIS, DCIS.COM, DCIS

Cross References: EFO:EFO_0006643, ArrayExpress:E-MTAB-2706,
cancercelllines:CVCL_5552, Cosmic:1219447, EGA:EGAS00001000610,
GEO:GSM271345, GEO:GSM271398, Lonza:1619, MetaboLights:MTBLS669,
PharmacoDB:MCF10DCIS_com_892_2019, Progenetix:CVCL_5552,
Wikidata:Q54904447

ID: CVCL_5552

Hierarchy: cvcl_5555
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Record Creation Time: 20220427T220752+0000

Record Last Update: 20260905T181115+0000

Ratings and Alerts

No rating or validation information has been found for MCF10DCIS.com.

No alerts have been found for MCF10DCIS.com.

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics

We found 23 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .
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