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CH-157/MN

RRID:CVCL_5723
Type: Cell Line

Proper Citation

RRID:CVCL_5723

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL 5723

Proper Citation: RRID:CVCL_5723

Description: Cell line CH-157MN is a Cancer cell line with a species of origin Homo
sapiens (Human)

Sex: Female
Disease: Meningioma

Defining Citation: PMID:7714613, PMID:10083766, PMID:18261772, PMID:25984343,
PMID:28552950, PMID:30894373, PMID:31068700, PMID:34850056

Comments: Caution: Indicated as originating from a 41 year old female patient in
PubMed=7714613, from a 59 year old in PubMed=10083766 and from a 55 year old in
PubMed=18261772., Population: Caucasian., Part of: Cancer Dependency Map project
(DepMap) (includes Cancer Cell Line Encyclopedia - CCLE).

Category: Cancer cell line

Organism: Homo sapiens (Human)

Name: CH-157MN

Synonyms: CH157-MN, CH-157-MN, CH-157 MN, CH157MN

Cross References: BioSample:SAMN10988423, cancercelllines:CVCL_5723,
Cell_Model_Passport:SIDM01543, Cosmic:2516046, DepMap:ACH-000025,
PharmacoDB:CH157MN_195 2019, Wikidata:Q54811594

ID: CVCL_5723
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Ratings and Alerts
No rating or validation information has been found for CH-157MN.

No alerts have been found for CH-157MN.

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics
We found 6 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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