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Cell Line Information

URL.: https://web.expasy.org/cellosaurus/CVCL _C865

Proper Citation: RRID:CVCL_C865

Description: Cell line v6.5 is a Embryonic stem cell with a species of origin Mus musculus
(Mouse)

Sex: Male

Defining Citation: PMID:10655052, PMID:11331774, PMID:11441181, PMID:15464582

Comments: Discontinued: Novus; Catalog number NBP1-41162.
Category: Embryonic stem cell

Organism: Mus musculus (Mouse)

Name: v6.5

Synonyms: v 6.5, V6.5

Cross References: EFO:EFO_ 0006308, GEO:GSM344757, GEO:GSM344758,
GEO:GSM1385513, Wikidata:Q54992491

ID: CVCL_C865
Record Creation Time: 20220427T7221706+0000

Record Last Update: 20260830T000248+0000

Ratings and Alerts

No rating or validation information has been found for v6.5.
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No alerts have been found for v6.5.
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