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KYSE-410
RRID:CVCL_1352
Type: Cell Line

Proper Citation

RRID:CVCL_1352

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL_1352

Proper Citation: RRID:CVCL_1352

Description: Cell line KYSE-410 is a Cancer cell line with a species of origin Homo
sapiens (Human)

Sex: Male

Disease: Esophageal squamous cell carcinoma

Defining Citation: PMID:1728357, PMID:7913084, PMID:9033652, PMID:11092977,
PMID:11520067, PMID:12963126, PMID:15172977, PMID:16045545, PMID:20164919,
PMID:20215515, PMID:22460905, PMID:25877200, PMID:26699196, PMID:27397505,
PMID:30894373, PMID:30971826, PMID:31068700, PMID:31978347, PMID:35839778

Comments: Population: Japanese., Part of: COSMIC cell lines project., Part of: Cancer
Dependency Map project (DepMap) (includes Cancer Cell Line Encyclopedia - CCLE).

Category: Cancer cell line

Organism: Homo sapiens (Human)

Name: KYSE-410

Synonyms: KYSE 410, KYSE410, Kyse410, KYSE0410

Cross References: CLO:CLO_0007133, EFO:EFO_0022509, ArrayExpress:E-MTAB-
783, ArrayExpress:E-MTAB-2770, ArrayExpress:E-MTAB-3610,
BioGRID_ORCS_Cell_line:575, BioSample:SAMN03470945, BioSample:SAMN10987801,
cancercelllines:CVCL_1352, Cell_Model_Passport:SIDM01028, CGH-DB:286-1, CGH-
DB:9235-4, ChEMBL-Cells:CHEMBL3308754, ChEMBL-Targets:CHEMBL1075487,
CLS:305122, Cosmic:753574, Cosmic:918533, Cosmic:929526, Cosmic:1123341,
Cosmic:2267701, Cosmic:2650634, Cosmic:2698442, Cosmic-CLP:753574,
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DepMap:ACH-000809, DSMZ:ACC-381, DSMZCellDive:ACC-381, ECACC:94072023,
EGA:EGAS00001000978, GDSC:753574, GEO:GSM827541, GEO:GSM887252,
GEO:GSM888327, GEO:GSM1670021, IARC_TP53:21451, IARC_TP53:30211,
JCRB:JCRB1419, LiGeA:CCLE_896, LINCS_LDP:LCL-1554,
PharmacoDB:KYSE410_807_2019, PRIDE:PXD002486, PRIDE:PXD030304,
Progenetix:CVCL_1352, PubChem_Cell_line:CVCL_1352, Wikidata:Q54900830
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Ratings and Alerts

No rating or validation information has been found for KYSE-410.

No alerts have been found for KYSE-410.

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics

We found 23 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .
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sciences, 376, 123724.
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