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MEM-223

RRID:CVCL_1408
Type: Cell Line

Proper Citation

RRID:CVCL_1408

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL 1408

Proper Citation: RRID:CVCL_1408

Description: Cell line MFM-223 is a Cancer cell line with a species of origin Homo
sapiens (Human)

Sex: Female
Disease: Breast carcinoma

Defining Citation: PMID:1913690, PMID:20164919, PMID:22414580, PMID:24176112,
PMID:25485619, PMID:25877200, PMID:25892236, PMID:27397505, PMID:28196595,
PMID:30894373, PMID:30971826, PMID:35839778

Comments: Population: Caucasian., Part of: MD Anderson Cell Lines Project., Part of:
JWGray breast cancer cell line panel., Part of: COSMIC cell lines project., Part of: Cancer
Dependency Map project (DepMap) (includes Cancer Cell Line Encyclopedia - CCLE).

Category: Cancer cell line
Organism: Homo sapiens (Human)
Name: MFM-223

Synonyms: MFM223

Cross References: BTO:BTO 0001961, CLO:CLO_0007695, EFO:EFO_0006649,
ArrayExpress:E-MTAB-783, ArrayExpress:E-MTAB-2706, ArrayExpress:E-MTAB-3610,
BioGRID_ORCS_Cell_line:943, BioSample:SAMNO03473045, BioSample:SAMNO03473592,
cancercelllines:CVCL_1408, Cell_Model_Passport:SIDM00332, ChEMBL-
Cells:CHEMBL3308115, ChEMBL-Targets:CHEMBL1075504, Cosmic:910948,
Cosmic:2165000, Cosmic-CLP:910948, DepMap:ACH-001819, DSMZ:ACC-422,
DSMZCellDive:ACC-422, ECACC:98050130, EGA:EGAS00001000610,
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EGA:EGAS00001000978, EGA:EGAS00001002554, GDSC:910948, GEO:GSM344380,
GEO:GSM344430, GEO:GSM595616, GEO:GSM783967, GEO:GSM1172985,
GEO:GSM1670102, IARC_TP53:21497, LINCS_LDP:LCL-1318,
PharmacoDB:MFM223_923 2019, PRIDE:PXD000309, PRIDE:PXD008222,
PRIDE:PXD030304, Progenetix:CVCL_1408, PubChem_Cell_line:CVCL_1408,
Wikidata:Q54905396
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Ratings and Alerts
No rating or validation information has been found for MFM-223.

No alerts have been found for MFM-223.

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics
We found 11 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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