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SUM159PT
RRID:CVCL_5423
Type: Cell Line

Proper Citation

RRID:CVCL_5423

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL_5423

Proper Citation: RRID:CVCL_5423

Description: Cell line SUM159PT is a Cancer cell line with a species of origin Homo
sapiens (Human)

Sex: Female

Disease: Breast pleomorphic carcinoma

Defining Citation: PMID:10424408, PMID:10604729, PMID:10969801, PMID:11044355,
PMID:12800145, PMID:15677628, PMID:16397213, PMID:16541312, PMID:17157791,
PMID:19593635, PMID:21778573, PMID:23151021, PMID:23401782, PMID:23601657,
PMID:24162158, PMID:24176112, PMID:25485619, PMID:25877200, PMID:25960936,
PMID:26589293, PMID:26735014, PMID:28889351, PMID:32416067, PMID:32715085,
PMID:34320349, PMID:35042871

Comments: Part of: JWGray breast cancer cell line panel., Part of: Cancer Dependency
Map project (DepMap) (includes Cancer Cell Line Encyclopedia - CCLE)., Group: Triple
negative breast cancer (TNBC) cell line.

Category: Cancer cell line

Organism: Homo sapiens (Human)

Name: SUM159PT

Synonyms: SUM-159-PT, SUM-159PT, SUM 159PT, SUM-159, SUM 159, SUM159, 159
PT, 159PT

Cross References: BTO:BTO_0004928, CLO:CLO_0009918, EFO:EFO_0001241,
ArrayExpress:E-MTAB-2706, ArrayExpress:E-MTAB-11134, ArrayExpress:E-TABM-157,
BioGRID_ORCS_Cell_line:1394, BioSample:SAMN03472960,
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Ratings and Alerts

No rating or validation information has been found for SUM159PT.

No alerts have been found for SUM159PT.

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics

We found 414 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .

Luo Y, et al. (2026) piR-1170 drives brain metastasis and immune evasion via WTAP-
mediated m6A methylation reprogramming in triple-negative breast cancer. Molecular
cancer, 25(1).
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Tumors. Cells, 15(2).
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