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SF7761
RRID:CVCL_IT45
Type: Cell Line

Proper Citation

RRID:CVCL_IT45

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL_IT45

Proper Citation: RRID:CVCL_IT45

Description: Cell line SF7761 is a Telomerase immortalized cell line with a species of
origin Homo sapiens (Human)

Sex: Female

Disease: Diffuse intrinsic pontine glioma

Defining Citation: PMID:22983601, PMID:23603901, PMID:25401693, PMID:25939062,
PMID:26115193, PMID:32229503, PMID:34078608, PMID:34732238

Category: Telomerase immortalized cell line

Organism: Homo sapiens (Human)

Name: SF7761

Cross References: Cosmic:1925952, GEO:GSM1508943, GEO:GSM1508944,
GEO:GSM1508945, GEO:GSM1508946, GEO:GSM1508947, GEO:GSM1508948,
GEO:GSM1508951, GEO:GSM4969604, GEO:GSM4969605, GEO:GSM4969606,
GEO:GSM4969607, GEO:GSM4969620, GEO:GSM4969649, GEO:GSM4969650,
GEO:GSM4969651, GEO:GSM5356023, GEO:GSM5434618, GEO:GSM5434619,
GEO:GSM5434620, GEO:GSM5434621, GEO:GSM5434622, GEO:GSM5434623,
GEO:GSM5434624, GEO:GSM5434625, GEO:GSM5434626, GEO:GSM5434627,
GEO:GSM5434628, GEO:GSM5434629, Millipore:SCC126, Wikidata:Q54952936

ID: CVCL_IT45

Record Creation Time: 20220427T221538+0000

Record Last Update: 20260905T182343+0000
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Ratings and Alerts

No rating or validation information has been found for SF7761.

No alerts have been found for SF7761.

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics

We found 9 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .
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