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Flp-In-T-REX-293

RRID:CVCL_U427
Type: Cell Line

Proper Citation

RRID:CVCL_U427

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL U427

Proper Citation: RRID:CVCL_U427

Description: Cell line Flp-In-T-REx-293 is a Transformed cell line with a species of origin
Homo sapiens (Human)

Sex: Female

Comments: Characteristics: Contains a single stably integrated FRT site at a
transcriptionally active genomic locus (Thermo Fisher).

Category: Transformed cell line

Organism: Homo sapiens (Human)

Name: Flp-In-T-REx-293

Synonyms: Flp-In-T-REx 293, Flp-In T-REx-293, Flp-In T-REXx 293, Flp-In T-Rex
HEK293, Flp-In 293 T-Rex, Flp-In-T-REX, 293-Flip-in-TRex, HEK293 FIp-In T-REX,
HEK293FIpIN, 293FIpIn T-Rex

Cross References: BTO:BTO_0006149, EFO:EFO_0022682, ENCODE:ENCBS749QJL,
GEO:GSM1009421, MetaboLights:MTBLS61, PRIDE:PXD002127, PRIDE:PXD030782,
Wikidata:Q54835011

ID: CVCL_u427
Hierarchy: cvcl_d585
Record Creation Time: 20220427T215850+0000

Record Last Update: 20260815T232816+0000

Ratings and Alerts
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No rating or validation information has been found for Flp-In-T-REx-293.

No alerts have been found for Flp-In-T-REx-293.
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