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Rabbit Anti-Histone H3, dimethyl (Lys36)
Monoclonal Antibody, Unconjugated, Clone C75H12

RRID:AB_1030983
Type: Antibody

Proper Citation

Cell Signaling Technology Cat# 2901, RRID:AB_1030983

Antibody Information

URL: http://antibodyregistry.org/AB_1030983

Proper Citation: Cell Signaling Technology Cat# 2901, RRID:AB_1030983
Target Antigen: Histone H3, dimethyl (Lys36)

Host Organism: rabbit

Clonality: monoclonal

Comments: Applications: W, IHC-P, IF-IC, F. Consolidation on 10/2018: AB_10287336,
AB_1030983, AB_10310188.

Info: Independent validation by the NYU Lagone was performed for: IHC. This antibody
was found to have the following characteristics: Functional in human: TRUE,
NonFunctional in human:FALSE, Functional in animal:FALSE, NonFunctional in
animal:FALSE

Antibody Name: Rabbit Anti-Histone H3, dimethyl (Lys36) Monoclonal Antibody,
Unconjugated, Clone C75H12

Description: This monoclonal targets Histone H3, dimethyl (Lys36)
Target Organism: monkey, rat, simian, mouse, human

Clone ID: Clone C75H12

Antibody ID: AB_1030983

Vendor: Cell Signaling Technology

Catalog Number: 2901



https://rrid.site
https://rrid.site/data/record/nif-0000-07730-1/RRID:AB_1030983/resolver
https://rrid.site/data/record/nif-0000-07730-1/RRID:AB_1030983/resolver
http://antibodyregistry.org/AB_1030983

Record Creation Time: 20250820T065454+0000

Record Last Update: 20250821T011157+0000

Ratings and Alerts

¢ Independent validation by the NYU Lagone was performed for: IHC. This antibody
was found to have the following characteristics: Functional in human: TRUE,
NonFunctional in human:FALSE, Functional in animal:FALSE, NonFunctional in
animal:FALSE - NYU Langone’s Center for Biospecimen Research and
Development https://med.nyu.edu/research/scientific-cores-shared-resources/center-
biospecimen-research-development

No alerts have been found for Rabbit Anti-Histone H3, dimethyl (Lys36) Monoclonal
Antibody, Unconjugated, Clone C75H12.

Data and Source Information

Source: Antibody Registry
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We found 18 mentions in open access literature.
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