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DYKDDDDK-Tag (3B9) Mouse mAb
RRID:AB_2713960
Type: Antibody

Proper Citation

Abmart Cat# M20008, RRID:AB_2713960

Antibody Information

URL: http://antibodyregistry.org/AB_2713960

Proper Citation: Abmart Cat# M20008, RRID:AB_2713960

Target Antigen: DYKDDDDK peptide

Host Organism: mouse

Clonality: monoclonal

Comments: Image validation available for WB, ICC/IF in MDS.

Antibody Name: DYKDDDDK-Tag (3B9) Mouse mAb

Description: This monoclonal targets DYKDDDDK peptide

Target Organism: all

Clone ID: 3B9

Antibody ID: AB_2713960

Vendor: Abmart

Catalog Number: M20008

Record Creation Time: 20250819T233054+0000

Record Last Update: 20250820T053434+0000

Ratings and Alerts

No rating or validation information has been found for DYKDDDDK-Tag (3B9) Mouse
mAb.

https://rrid.site
https://rrid.site/data/record/nif-0000-07730-1/RRID:AB_2713960/resolver
http://antibodyregistry.org/AB_2713960


No alerts have been found for DYKDDDDK-Tag (3B9) Mouse mAb.

Data and Source Information

Source: Antibody Registry

Usage and Citation Metrics

We found 56 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .

Chen YL, et al. (2026) Endometrial stromal cell-derived TMAO sustains decidualization to
prevent recurrent spontaneous abortion. Cell metabolism.

Mao Y, et al. (2026) AMPK?2 signals amino acid insufficiency to inhibit protein synthesis.
Cell metabolism, 38(1), 192.

Huang R, et al. (2026) TMK-PIN1 drives a short self-organizing circuit for auxin export and
signaling in Arabidopsis. Developmental cell, 61(1), 73.

Yan H, et al. (2026) Nanoscale conformational dynamics of human propionyl-CoA
carboxylase. Structure (London, England : 1993), 34(1), 62.

Xu F, et al. (2026) Effector-mediated transcriptional rewiring resolves interbacterial conflict
through conserved c-di-GMP antagonism. Current biology : CB.

Dai P, et al. (2025) Protocol for genetic dissection of class switch recombination using
genome-editing tools. STAR protocols, 6(2), 103882.

Zheng L, et al. (2025) Phosphorylation-dependent suppression of SERRATE balances
miRNA metabolism in planta. Cell reports, 44(10), 116367.

Dai P, et al. (2025) Transcription-coupled AID deamination damage depends on ELOF1-
associated RNA polymerase II. Molecular cell, 85(7), 1280.

Guo S, et al. (2025) TRAF6 regulates ubiquitination-independent TDP-43 condensation
and related neurodegeneration. Molecular psychiatry.

Tang R, et al. (2025) Stromal Stiffness-Regulated IGF2BP2 in Pancreatic Cancer Drives
Immune Evasion via Sphingomyelin Metabolism. Gastroenterology, 169(4), 615.

Di R, et al. (2025) A mechano-resistance mechanism in skin adapts to terrestrial
locomotion. Cell.

Zhou K, et al. (2025) Antagonistic systemin receptors integrate the activation and
attenuation of systemic wound signaling in tomato. Developmental cell, 60(4), 535.

Ai S, et al. (2025) Manipulation of host-plant preference by virus-induced changes to its
insect vector's olfactory system. Current biology : CB, 35(15), 3587.

https://rrid.site/rin/sources/SCR_006397
https://rrid.site/data/record/nif-0000-07730-1/RRID:AB_2713960/resolver/mentions


Ding N, et al. (2025) Heat-shock chaperone HSPB1 mitigates poly-glycine-induced
neurodegeneration via restoration of autophagic flux. Autophagy, 21(6), 1298.

Han B, et al. (2024) Tumor suppressor KEAP1 promotes HSPA9 degradation, controlling
mitochondrial biogenesis in breast cancer. Cell reports, 43(7), 114507.

Liu L, et al. (2024) A negatively charged region within carboxy-terminal domain maintains
proper CTCF DNA binding. iScience, 27(12), 111452.

Yang W, et al. (2024) Peptide REF1 is a local wound signal promoting plant regeneration.
Cell, 187(12), 3024.

Zhang N, et al. (2024) Photoregulatory protein kinases fine-tune plant
photomorphogenesis by directing a bifunctional phospho-code on HY5 in Arabidopsis.
Developmental cell, 59(13), 1737.

Guan S, et al. (2024) CBX7C?PHC2 interaction facilitates PRC1 assembly and modulates
its phase separation properties. iScience, 27(4), 109548.

Zhou N, et al. (2024) Histone methylation readers MRG1/2 interact with PIF4 to promote
thermomorphogenesis in Arabidopsis. Cell reports, 43(2), 113726.


