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Proper Citation

RRID:Addgene_19358

Plasmid Information

URL: http://www.addgene.org/19358

Proper Citation: RRID:Addgene_19358

Insert Name: 12.4kb Villin promoter

Organism: Mus musculus

Bacterial Resistance: Ampicillin

Defining Citation: PMID:12065599

Vector Backbone Description: Backbone Size:2686; Vector Backbone:puc18; Vector
Types:Bacterial Expression; Bacterial Resistance:Ampicillin

Comments: This is an updated version of the pBSII-12.4kbVillin promoter used in the
cited publication. This vector is optimized with a larger, more useful MCS and easy
linearization for transgenic injection. 12.4kb villin is a promoter to drive intestinal-specific
expression of transgenes in the mouse intestinal epithelium. This construct was created by
addition of two polylinker oligos between the HindIII and EcoR1 sites (replacing the MCS)
in the puc18 vector, and then addition of the 12.4kb villin promoter (between EcoR1 and
Sma1) and an SV40Pa (between HindIII and EcoRV) of the resulting MCS. Unique sites
between the 12.4kb Villin promoter and SV40Pa are (from 5' to 3'): Sma1, Xho1, Mlu1,
Cla1, SacII, Age1, Kpn1. Pre-transgene injection linearization of the plasmid can be
obtained by digestion with PmeI, which removes the puc18 sequences.

Plasmid Name: 12.4kbVillin-?ATG

Relevant Mutation: No ATG - transgenes cloned downstream of the villin promoter must
include an ATG.

Record Creation Time: 20220422T222045+0000

Record Last Update: 20260829T080143+0000
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Ratings and Alerts

No rating or validation information has been found for 12.4kbVillin-?ATG.

No alerts have been found for 12.4kbVillin-?ATG.

Data and Source Information

Source: Addgene

Usage and Citation Metrics

We found 11 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .
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