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LeGO-G2

RRID:Addgene_25917
Type: Plasmid

Proper Citation

RRID:Addgene 25917

Plasmid Information

URL: http://www.addgene.org/25917

Proper Citation: RRID:Addgene 25917
Insert Name: SFFV promoter, eGFP
Bacterial Resistance: Ampicillin

Defining Citation: PMID:18362927

Vector Backbone Description: Backbone Size:6417; Vector Backbone:LeGO; Vector
Types:Mammalian Expression, Lentiviral; Bacterial Resistance:Ampicillin

Comments: HIV-1 derived third generation lentiviral vector for stable cell marking. Use
second generation (like psPAX2) or third generation (like pMDLg/pRRE + pRSV-Rev)
systems for packaging in addition to a VSV-G expressing plasmid (or another envelope
protein). Please visit the LeGO-Vector home page for more information:
http://www.LentiGO-Vectors.de

Plasmid Name: LeGO-G2
Record Creation Time: 20220422T7222116+0000

Record Last Update: 20260829T080254+0000

Ratings and Alerts
No rating or validation information has been found for LeGO-G2.

No alerts have been found for LeGO-G2.
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