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Proper Citation

RRID:Addgene_45769

Plasmid Information

URL: http://www.addgene.org/45769

Proper Citation: RRID:Addgene_45769

Insert Name: hE-cadherin

Organism: Homo sapiens

Bacterial Resistance: Ampicillin

Defining Citation: PMID:11381089

Vector Backbone Description: Backbone Marker:Invitrogen; Backbone Size:5446;
Vector Backbone:pcDNA3; Vector Types:Mammalian Expression; Bacterial
Resistance:Ampicillin

Comments: Partial cDNA for human E-cadherin was provided by D. Rimm (Yale
University, New Haven, CT) and subcloned into the pcDNA3 mammalian expression
vector (Invitrogen), to generate Addgene plasmid 45772. Sequence analysis revealed that
the 3? end of the gene was missing after nucleotide 2644 (according to
EMBL/GenBank/DDBJ under accession number L08599). This resulted in a truncation of
the last 35 amino acids of the E-cadherin cytoplasmic domain and, as a result, did not
contain the ?-catenin binding region, as defined by Stappert and Kemler 1994. The COOH
terminus of this truncation mutant (E-cadherin ? ?-catenin) ends at amino acid 844 (NH3-
ASLSSD); the frameshift added a single histidine residue before a stop codon is
introduced. The full-length human E-cadherin was reengineered using RNA from human
A431 cells and the RT-PCR method (Primer A, 5?-TGACACCCGGGACAACGTTTATTA-3
?, and Primer C, 5?-CTAGTCTAGACCCCTAGTGGTCCTCG-3?) to generate a 425-bp
fragment encoding the missing COOH-terminal residues. This fragment was sub-cloned
into the truncated hEcad-? 35/pcDNA3 vector (Addgene plasmid 45772) to generate full-
length hEcad/pcDNA3 (Addgene plasmid 45769).

Plasmid Name: hE-cadherin-pcDNA3
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Ratings and Alerts

No rating or validation information has been found for hE-cadherin-pcDNA3.

No alerts have been found for hE-cadherin-pcDNA3.

Data and Source Information

Source: Addgene

Usage and Citation Metrics

We found 18 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .
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