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Plasmid Information

URL: http://www.addgene.org/48015

Proper Citation: RRID:Addgene_48015

Bacterial Resistance: Kanamycin

Defining Citation: PMID:21364738

Vector Backbone Description: Backbone Marker:self-made; Backbone Size:4824;
Vector Backbone:pAGM4351; Vector Types:Unspecified; Bacterial Resistance:Kanamycin

Comments: PLEASE NOTE- It has recently come to light that plasmid pAGM4723 lacks a
complete overdrive sequence at the right border. This can cause incomplete TDNA
insertion events and can give a higher incidence of vector backbone transfer events due to
transfer initiating at the left border. Level 2 cloning vector, replicates in E.coli and
Agrobacterium, binary vector for Agrobacterium T-DNA delivery to plant cells. Please note
that bacterial colonies for this plasmid often appear red in color because the plasmid
contains a red color selectable marker (CRed--an artificial bacterial operon responsible for
canthaxanthin biosynthesis).

Plasmid Name: pAGM4723

Record Creation Time: 20220422T222247+0000

Record Last Update: 20260815T081546+0000

Ratings and Alerts

No rating or validation information has been found for pAGM4723.

No alerts have been found for pAGM4723.

Data and Source Information
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Usage and Citation Metrics

We found 30 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .
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