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RRID:Addgene_86207
Type: Plasmid

Proper Citation

RRID:Addgene 86207

Plasmid Information

URL: http://www.addgene.org/86207

Proper Citation: RRID:Addgene_ 86207
Bacterial Resistance: Chloramphenicol and Kanamycin

Defining Citation: PMID:28211909

Vector Backbone Description: Vector Backbone:pMDC32; Vector Types:Plant
Expression, Gateway compatible attR1-attR2 destination vector; Bacterial
Resistance:Chloramphenicol and Kanamycin

Comments: Note: Addgene's quality control sequencing finds a 1.2kb transposable
element upstream of the Kanamycin resistance cassette. This inserted sequence does not
affect plasmid function.

Plasmid Name: pYPQ203 (pMDC32-Ubil)
Record Creation Time: 20220422T222554+0000

Record Last Update: 20260815T082131+0000

Ratings and Alerts
No rating or validation information has been found for pYPQ203 (pMDC32-Ubil).

No alerts have been found for pYPQ203 (pMDC32-Ubil).

Data and Source Information

Source: Addgene
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We found 18 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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