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Proper Citation

RRID:Addgene_13370

Plasmid Information

URL: http://www.addgene.org/13370

Proper Citation: RRID:Addgene_13370

Insert Name: Kruppel-like factor 4 (gut)

Organism: Mus musculus

Bacterial Resistance: Ampicillin

Defining Citation: PMID:16904174

Vector Backbone Description: Backbone Size:4600; Vector Backbone:pMXs; Vector
Types:Mammalian Expression, Retroviral; Bacterial Resistance:Ampicillin

Comments: The sequence of primer pMX-S1811 is GAC GGC ATC GCA GCT TGG ATA
CAC. Mouse Klf4 includes G372A, A459C, G527C, G633C, G1021C, C1305G and
T1368C mutations. All of substitutions can be found in EST database of NCBI. So we
believe that these differences are caused by SNPs. As we have shown in the previous our
papers, these changes do not affect biological functions of the transcription factors during
reprogramming.

Plasmid Name: pMXs-Klf4

Relevant Mutation: None

Record Creation Time: 20220422T221740+0000

Record Last Update: 20260829T075532+0000

Ratings and Alerts

No rating or validation information has been found for pMXs-Klf4.
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No alerts have been found for pMXs-Klf4.

Data and Source Information

Source: Addgene

Usage and Citation Metrics

We found 87 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .
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