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Type: Plasmid

Proper Citation

RRID:Addgene_137178

Plasmid Information

URL: http://www.addgene.org/137178

Proper Citation: RRID:Addgene_137178

Insert Name: v5 AAV-CBE C-terminal; U6-protospacer

Organism: Synthetic

Bacterial Resistance: Ampicillin

Defining Citation: PMID:31937940

Vector Backbone Description: Vector Backbone:px601; Vector Types:AAV; Bacterial
Resistance:Ampicillin

Comments: Clone in protospacer by cutting with BsmBI/Esp3I, gel-extracting product to
remove RFP dropout cassette, and ligating annealed oligos as described in methods.
Background colonies will be RFP+. Inserts were Gibson-cloned into BshTI/BglII-restricted
backbones to avoid ITR PCR.

Plasmid Name: Cbh_v5 AAV-ABE C-terminal

Record Creation Time: 20220422T221756+0000

Record Last Update: 20260829T075609+0000

Ratings and Alerts

No rating or validation information has been found for Cbh_v5 AAV-ABE C-terminal.

No alerts have been found for Cbh_v5 AAV-ABE C-terminal.

Data and Source Information

https://rrid.site
https://rrid.site/data/record/nif-0000-11872-1/RRID:Addgene_137178/resolver
http://www.addgene.org/137178
https://pubmed.ncbi.nlm.nih.gov/31937940


Source: Addgene

Usage and Citation Metrics

We found 10 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .
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