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PCDNAS/FRT/TO-Venus-Flag-Gateway (1124)

RRID:Addgene_40999
Type: Plasmid

Proper Citation

RRID:Addgene 40999

Plasmid Information

URL: http://www.addgene.org/40999

Proper Citation: RRID:Addgene 40999
Bacterial Resistance: Chloramphenicol and Ampicillin

Defining Citation: PMID:20733051

Vector Backbone Description: Backbone Marker:Invitrogen; Vector
Backbone:pcDNAS/FRT/TO; Vector Types:Mammalian Expression; Bacterial
Resistance:Chloramphenicol and Ampicillin

Comments: Venus YFP-3xFlag was inserted via BstXI-Xhol sites (to create
pcDNAS5/FRT/TO-Venus-Flag, Addgene Plasmid# 40998). The plasmid was then
converted to a Gateway destination vector by inserting Gateway cassette C1, containing
recombination sites attR1 and attR2, CmR, and ccdB, into the Afl Il site (blunt ended). This
plasmid can be used to place genes into the pcDNA5S/FRT/TO-Venus-Flag construct by
Gateway reaction, to make tetracycline-inducible stable cell lines. For subcloning, the
following restriction sites are present: Between the CMV promoter and the Gateway
cassette: Pmel (non-unique) Between the Gateway cassette and Venus: Hindlll, Asp718l,
Kpnl, BamHI (non-unique, also in GW casette), and BstXIl Between Venus and BGHpA:
Xhol, Eco0109I, Apal, and Pmel (non-unique)

Plasmid Name: pcDNA5/FRT/TO-Venus-Flag-Gateway (1124)
Record Creation Time: 20220422T222212+0000

Record Last Update: 20260815T081441+0000

Ratings and Alerts


https://rrid.site
https://rrid.site/data/record/nif-0000-11872-1/RRID:Addgene_40999/resolver
http://www.addgene.org/40999
https://pubmed.ncbi.nlm.nih.gov/20733051

No rating or validation information has been found for pcDNA5/FRT/TO-Venus-Flag-
Gateway (1124).

No alerts have been found for pcDNA5/FRT/TO-Venus-Flag-Gateway (1124).

Data and Source Information

Source: Addgene

Usage and Citation Metrics
We found 8 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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