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MLM3636

RRID:Addgene_43860
Type: Plasmid

Proper Citation

RRID:Addgene 43860

Plasmid Information

URL: http://www.addgene.org/43860

Proper Citation: RRID:Addgene_43860
Insert Name: None
Bacterial Resistance: Ampicillin

Vector Backbone Description: Backbone Marker:Joung lab MLM3636; Vector
Backbone:Human-gRNA-ExpressionVector; Vector Types:Mammalian Expression,
CRISPR; Bacterial Resistance:Ampicillin

Comments: Human cell gRNA Expression Vector for use with JDS246 (Addgene
plasmid# 43861--mammalian codon-optimized streptococcus pyogenes Cas9). See the
supplemental document "Joung Lab gRNA Cloning Protocol” for more details.

Plasmid Name: MLM3636
Record Creation Time: 20220422T222227+0000

Record Last Update: 20260815T081510+0000

Ratings and Alerts
No rating or validation information has been found for MLM3636.

No alerts have been found for MLM3636.

Data and Source Information

Source: Addgene
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