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ChromasPro

RRID:SCR_000229
Type: Tool

Proper Citation

ChromasPro (RRID:SCR_000229)

Resource Information

URL: http://technelysium.com.au/?page_id=27

Proper Citation: ChromasPro (RRID:SCR_000229)

Description: THIS RESOURCE IS NO LONGER IN SERVICE. Documented on August
31,2023. Software which is able to assemble data from 454 and lllumina next-generation
seqguencers, with up to 100,000 sequences if 2 Gb RAM is available.

Resource Type: data processing software, software application, software resource, data
acquisition software

Keywords: genome, sequence, dna, assemble, data, illumina, next gen sequence, next
generation

Availability: THIS RESOURCE IS NO LONGER IN SERVICE
Resource Name: ChromasPro

Resource ID: SCR_000229

Alternate IDs: OMICS 01808

License: Licenses for purchase. Options for packages of licenses or single-user
installations. Acceptance of license terms allows for use of software for up to 30 days,
after which payment must be made to the vendor.

Record Creation Time: 20220129T080200+0000

Record Last Update: 20260805T044005+0000

Ratings and Alerts

No rating or validation information has been found for ChromasPro.
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No alerts have been found for ChromasPro.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 14 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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