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Proper Citation

Indian Council of Medical Research; New Delhi; India (RRID:SCR_000968)

Resource Information

URL: http://www.icmr.nic.in/

Proper Citation: Indian Council of Medical Research; New Delhi; India (RRID:SCR_000968)

Description: A government-funded council for the promotion and coordination of biomedical 
research in India. The council focuses on specific diseases such as HIV/AIDS, tuberculosis, 
and leprosy in addition to national health priorities including the management of 
communicable diseases, fertility control, and mental health research.

Abbreviations: ICMR

Resource Type: institution

Keywords: medical, biomedical, research, government, national, tuberculosis, hiv, aids, 
leprosy, communicable, disease, fertility, mental health

Related Condition: HIV/AIDS, Tuberculosis, Leprosy

Funding: Government of India through the Department of Health Research Ministry of 
Health and Family Welfare

Resource Name: Indian Council of Medical Research; New Delhi; India

Resource ID: SCR_000968

Alternate IDs: Wikidata: Q291019, grid.19096.37, Crossref funder ID: 501100001411, ISNI: 
0000 0004 1767 225X, nlx_151509

Alternate URLs: https://ror.org/0492wrx28
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Record Creation Time: 20220129T080204+0000

Record Last Update: 20250420T014014+0000

Ratings and Alerts

No rating or validation information has been found for Indian Council of Medical Research; 
New Delhi; India.

No alerts have been found for Indian Council of Medical Research; New Delhi; India.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 26 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID.
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