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Proper Citation

ImaGene (RRID:SCR_002178)

Resource Information

URL: https://www.biodiscovery.com/search/node?keys=Imagene

Proper Citation: ImaGene (RRID:SCR_002178)

Description: Software tool as convolutional neural network to quantify natural selection from 
genomic data.Supervised machine learning algorithm to predict natural selection and 
estimate selection coefficients from population genomic data. Can be used to estimate any 
parameter of interest from evolutionary population genetics model.

Resource Type: data analysis software, data processing software, software resource, 
software application

Defining Citation: PMID:31757205

Keywords: microarray analysis, machine vision, convolutional neural network, quantify 
natural selection, genomic data, population genomic data, evolutionary population, genetics 
model, bio.tools

Funding: Imperial College London ;
Politecnico di Milano

Availability: Free, Available for download, Freely available

Resource Name: ImaGene

Resource ID: SCR_002178

Alternate IDs: biotools:ImaGene, OMICS_00841

https://rrid.site
https://rrid.site/data/record/nlx_144509-1/RRID:SCR_002178/resolver
https://www.biodiscovery.com/search/node?keys=Imagene
https://pubmed.ncbi.nlm.nih.gov/31757205


Alternate URLs: https://github.com/mfumagalli/ImaGene, https://bio.tools/ImaGene

Old URLs: http://www.biodiscovery.com/software/imagene/

License: GNU GPL v3

Record Creation Time: 20220129T080212+0000

Record Last Update: 20250429T054717+0000

Ratings and Alerts

No rating or validation information has been found for ImaGene.

No alerts have been found for ImaGene.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 398 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID.
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Park SS, et al. (2024) Distribution and impact of p16INK4A+ senescent cells in elderly 
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molecular medicine, 56(12), 2631.
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virus. Nature communications, 15(1), 3449.
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