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Proper Citation

CYGD - Comprehensive Yeast Genome Database (RRID:SCR_002289)

Resource Information

URL: http://mips.gsf.de/genre/proj/yeast/index.jsp

Proper Citation: CYGD - Comprehensive Yeast Genome Database (RRID:SCR_002289)

Description: The MIPS Comprehensive Yeast Genome Database (CYGD) aims to present 
information on the molecular structure and functional network of the entirely sequenced, well-
studied model eukaryote, the budding yeast Saccharomyces cerevisiae. In addition, the data 
of various projects on related yeasts are used for comparative analysis.

Abbreviations: CYGD

Synonyms: MIPS Saccharomyces cerevisiae genome database, MIPS Comprehensive 
Yeast Genome Database, Comprehensive Yeast Genome Database

Resource Type: service resource, production service resource, data analysis service, 
database, analysis service resource, data or information resource

Defining Citation: PMID:15608217

Keywords: saccharomyces cerevisiae, yeast, yeast genome, genome

Funding: Federal Ministry of Education Science Research and Technology ;
European Union ;
Government of the Brussels Region - Belgium ;
DFG

Resource Name: CYGD - Comprehensive Yeast Genome Database

Resource ID: SCR_002289

https://rrid.site
https://rrid.site/data/record/nlx_144509-1/RRID:SCR_002289/resolver
http://mips.gsf.de/genre/proj/yeast/index.jsp
https://pubmed.ncbi.nlm.nih.gov/15608217


Alternate IDs: nif-0000-02713

Record Creation Time: 20220129T080212+0000

Record Last Update: 20250517T055526+0000

Ratings and Alerts

No rating or validation information has been found for CYGD - Comprehensive Yeast 
Genome Database.

No alerts have been found for CYGD - Comprehensive Yeast Genome Database.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 14 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID.
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hemiascomycetous yeast lineages. PLoS genetics, 2(3), e32.
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