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Babel

RRID:SCR_004307
Type: Tool

Proper Citation

Babel (RRID:SCR_004307)

Resource Information

URL.: http://taylorlab.ucsf.edu/software data.html

Proper Citation: Babel (RRID:SCR_004307)

Description: THIS RESOURCE IS NO LONGER IN SERVICE. Documentedt on January
10, 2023. Software that implements babel routines for identifying unusual ribosome
protected fragment counts given mRNA counts, THIS RESOURCE IS NO LONGER IN
SERVICE. Documented on September 16,2025.

Abbreviations: Babel
Synonyms: babel: Ribosome profiling data analysis

Resource Type: data analysis software, software application, software resource, data
processing software

Keywords: windows, macos X

Availability: THIS RESOURCE IS NO LONGER IN SERVICE
Resource Name: Babel

Resource ID: SCR_004307

Alternate IDs: OMICS 01530

Record Creation Time: 20220129T080223+0000

Record Last Update: 20260807T042608+0000

Ratings and Alerts

No rating or validation information has been found for Babel.



https://rrid.site
https://rrid.site/data/record/nlx_144509-1/RRID:SCR_004307/resolver
http://taylorlab.ucsf.edu/software_data.html

No alerts have been found for Babel.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 175 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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Islam SI, et al. (2025) Investigating new drugs from marine seaweed metabolites for
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15(1), 3866.

Ferdousy J, et al. (2025) Exploring effector protein dynamics and natural fungicidal
potential in rice blast pathogen Magnaporthe oryzae. PloS one, 20(1), e0307352.
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cell. PloS one, 19(7), e0305343.
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virus in New Zealand before and after the COVID-19 pandemic. medRxiv : the preprint
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Communications engineering, 3(1), 125.
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Streptococcus mutans. PloS one, 19(5), e0302717.
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