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Proper Citation

Autism Chromosome Rearrangement Database: A database of structural variants in
autism spectrum disorder (RRID:SCR_006474)

Resource Information

URL: http://projects.tcag.ca/autism/

Proper Citation: Autism Chromosome Rearrangement Database: A database of
structural variants in autism spectrum disorder (RRID:SCR_006474)

Description: The Autism Chromosome Rearrangement Database is a collection of hand
curated breakpoints and other genomic features, including phenotypes, organized by
chromosome, related to autism, taken from publicly available literature: databases and
unpublished data. The database welcomes submission of data and comments regarding
the database from the research community. The database is continuously updated with
information from in-house experimental data as well as data from published research
studies.

Abbreviations: Autism Chromosome Rearrangement Database
Resource Type: data storage repository, database, data or information resource

Defining Citation: PMID:18252227

Keywords: copy number variant, cnv, literature, chromosome, rearrangement, autism
spectrum disorder, asd

Resource Name: Autism Chromosome Rearrangement Database: A database of
structural variants in autism spectrum disorder

Resource ID: SCR_006474

Alternate IDs: nif-0000-00239, r3d100012092
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Ratings and Alerts

No rating or validation information has been found for Autism Chromosome
Rearrangement Database: A database of structural variants in autism spectrum disorder.

No alerts have been found for Autism Chromosome Rearrangement Database: A
database of structural variants in autism spectrum disorder.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 17 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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