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Proper Citation

Mouse Genome Databases (RRID:SCR_007147)

Resource Information

URL: http://www.nervenet.org/main/dictionary.html

Proper Citation: Mouse Genome Databases (RRID:SCR_007147)

Description: A mouse-related portal of genomic databases and tables of mouse brain data. 
Most files are intended for you to download and use on your own personal computer. Most 
files are available in generic text format or as FileMaker Pro databases. The server provides 
data extracted and compiled from: The 2000-2001 Mouse Chromosome Committee Reports, 
Release 15 of the MIT microsatellite map (Oct 1997), The recombinant inbred strain 
database of R.W. Elliott (1997) and R. W. Williams (2001), and the Map Manager and text 
format chromosome maps (Apr 2001). * LXS genotype (Excel file): Updated, revised 
positions for 330 markers genotyped using a panel of 77 LXS strain. * MIT SNP DATABASE 
ONLINE: Search and sort the MIT Single Nucleotide Polymorphism (SNP) database 
ONLINE. These data from the MIT-Whitehead SNP release of December 1999. * 
INTEGRATED MIT-ROCHE SNP DATABASE in EXCEL and TEXT FORMATS (1-3 MB): 
Original MIT SNPs merged with the new Roche SNPs. The Excel file has been formatted to 
illustrate SNP haplotypes and genetic contrasts. Both files are intended for statistical 
analyses of SNPs and can be used to test a method outlined in a paper by Andrew Grupe, 
Gary Peltz, and colleagues (Science 291: 1915-1918, 2001). The Excel file includes many 
useful equations and formatting that will help in navigating through this large database and in 
testing the in silico mapping method. * Use of inbred strains for the study of individual 
differences in pain related phenotypes in the mouse: Elissa J. Chesler''s 2002 dissertation, 
discussing issues relevant to the integration of genomic and phenomic data from standard 
inbred strains including genetic interactions with laboratory environmental conditions and the 
use of various in silico inbred strain haplotype based mapping algorithms for QTL analysis. * 
SNP QTL MAPPER in EXCEL format (572 KB, updated January 2002 by Elissa Chesler): 
This Excel workbook implements the Grupe et al. mapping method and outputs correlation 
plots. The main spreadsheet allows you to enter your own strain data and compares them to 
haplotypes. Be very cautious and skeptical when using this spreadsheet and the technique. 
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Read all of the caveates. This excel version of the method was developed by Elissa Chesler. 
This updated version (Jan 2002) handles missing data. * MIT SNP Database (tab-delimited 
text format): This file is suitable for manipulation in statistics and spreadsheet programs (752 
KB, Updated June 27, 2001). Data have been formatted in a way that allows rapid 
acquisition of the new data from the Roche Bioscience SNP database. * MIT SNP Database 
(FileMaker 5 Version): This is a reformatted version of the MIT Single Nucleotide 
Polymorphism (SNP) database in FileMaker 5 format. You will need a copy of this application 
to open the file (Mac and Windows; 992 KB. Updated July 13, 2001 by RW). * Gene Mapping 
and Map Manager Data Sets: Genetic maps of mouse chromosomes. Now includes a 10th 
generation advanced intercross consisting of 500 animals genetoyped at 340 markers. Lots 
of older files on recombinant inbred strains. * The Portable Dictionary of the Mouse Genome, 
21,039 loci, 17,912,832 bytes. Includes all 1997-98 Chromosome Committee Reports and 
MIT Release 15. * FullDict.FMP.sit: The Portable Dictionary of the Mouse Genome. This 
large FileMaker Pro 3.0/4.0 database has been compressed with StuffIt. The Dictionary of 
the Mouse Genome contains data from the 1997-98 chromosome committee reports and 
MIT Whitehead SSLP databases (Release 15). The Dictionary contains information for 
21,039 loci. File size = 4846 KB. Updated March 19, 1998. * MIT Microsatellite Database 
ONLINE: A database of MIT microsatellite loci in the mouse. Use this FileMaker Pro 
database with OurPrimersDB. MITDB is a subset of the Portable Dictionary of the Mouse 
Genome. ONLINE. Updated July 12, 2001. * MIT Microsatellite Database: A database of MIT 
microsatellite loci in the mouse. Use this FileMaker Pro database with OurPrimersDB. MITDB 
is a subset of the Portable Dictionary of the Mouse Genome. File size = 3.0 MB. Updated 
March 19, 1998. * OurPrimersDB: A small database of primers. Download this database if 
you are using numerous MIT primers to map genes in mice. This database should be used in 
combination with the MITDB as one part of a relational database. File size = 149 KB. 
Updated March 19, 1998. * Empty copy (clone) of the Portable Dictionary in FileMaker Pro 
3.0 format. Download this file and import individual chromosome text files from the table into 
the database. File size = 231 KB. Updated March 19, 1998. * Chromosome Text Files from 
the Dictionary: The table lists data on gene loci for individual chromosomes.

Abbreviations: MGD

Resource Type: topical portal, database, organism-related portal, portal, data set, data or 
information resource

Keywords: gene, genetic, chromosome, genotype, inbred mouse strain, pain, phenotype, 
polygenic, recombinant, trait, genome, genomic, single nucleotide polymorphism, primer, 
brain, recombinant inbred mouse strain
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Ratings and Alerts

No rating or validation information has been found for Mouse Genome Databases.

No alerts have been found for Mouse Genome Databases.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 2 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID.

Zhou Y, et al. (2012) Gsdma3 mutation causes bulge stem cell depletion and alopecia 
mediated by skin inflammation. The American journal of pathology, 180(2), 763.

Williams RW, et al. (2001) The genetic structure of recombinant inbred mice: high-resolution 
consensus maps for complex trait analysis. Genome biology, 2(11), RESEARCH0046.
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