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Proper Citation

iProLINK (RRID:SCR_007752)

Resource Information

URL: http://pir.georgetown.edu/iprolink

Proper Citation: iProLINK (RRID:SCR_007752)

Description: iProLINK (integrated Protein Literature, INformation and Knowledge) has
been developed as a resource to facilitate text mining in the area of literature-based
database curation, named entity recognition, and protein ontology development. The
collection of data sources can be utilized by computational and biological researchers to
explore literature information on proteins and their features or properties. The data
sources for bibliography mapping and feature evidence attribution include mapped
citations (PubMed ID to protein entry and feature line mapping) and annotation-tagged
literature corpora. The latter includes several hundred abstracts and full-text articles
tagged with experimentally validated post-translational modifications (PTMs) annotated in
the PIR protein sequence database.

Synonyms: iProLINK

Resource Type: data or information resource, database

Resource Name: iProLINK

Resource ID: SCR_007752

Alternate IDs: nif-0000-03045

Record Creation Time: 20220129T080243+0000

Record Last Update: 20260811T043315+0000

Ratings and Alerts

No rating or validation information has been found for iProLINK.

No alerts have been found for iProLINK.

https://rrid.site
https://rrid.site/data/record/nlx_144509-1/RRID:SCR_007752/resolver
http://pir.georgetown.edu/iprolink


Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 3 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .

Ravikumar KE, et al. (2015) Text mining facilitates database curation - extraction of
mutation-disease associations from Bio-medical literature. BMC bioinformatics, 16, 185.

Wang M, et al. (2014) Literature mining of protein phosphorylation using dependency
parse trees. Methods (San Diego, Calif.), 67(3), 386.

Krallinger M, et al. (2005) Text-mining and information-retrieval services for molecular
biology. Genome biology, 6(7), 224.

https://rrid.site/rin/sources/SCR_005400
https://rrid.site/data/record/nlx_144509-1/RRID:SCR_007752/resolver/mentions

