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Proper Citation

Noncoding RNA database (RRID:SCR_007815)

Resource Information

URL: http://biobases.ibch.poznan.pl/ncRNA/

Proper Citation: Noncoding RNA database (RRID:SCR_007815)

Description: It is intended to provide information on the sequences and functions of 
transcripts which do not code for proteins, but perform regulatory roles in the cell. Currently, 
the database includes over 30,000 individual sequences from 99 species of Bacteria, 
Archaea and Eukaryota. The primary source of sequences included in the database was the 
GenBank. Additional annotation information for mouse and human ncRNAs was derived from 
FANTOM3 database and H-inviational Integrated Database of Annotated Human Genes 
version 3.4, respectively. Genome mapping information was derived from tha data available 
at the UCSC Genome Browser site. The sequences and annotations of small cytoplasmic 
RNAs from bacteria, for which annotation is lacking in the genome sequences, were derived 
from the Rfam database. The microRNAs or snoRNAs which were available in previous 
editions, as well as other housekeeping (infrastructural) RNAs (e.g. rRNA, tRNA, snRNA, 
SRP RNA) are not included in our database to avoid redundancy with more specialized 
databases which emerged in recent years.

Abbreviations: ncRNA

Synonyms: Noncoding RNA database

Resource Type: data or information resource, database

Keywords: bio.tools

Funding:

Resource Name: Noncoding RNA database

https://rrid.site
https://rrid.site/data/record/nlx_144509-1/RRID:SCR_007815/resolver
http://biobases.ibch.poznan.pl/ncRNA/


Resource ID: SCR_007815

Alternate IDs: nif-0000-03183, biotools:ncrna

Alternate URLs: https://bio.tools/ncrna

Record Creation Time: 20220129T080243+0000

Record Last Update: 20250429T055202+0000

Ratings and Alerts

No rating or validation information has been found for Noncoding RNA database.

No alerts have been found for Noncoding RNA database.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 13 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID.
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