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Resource Information

URL:
http://www.webcitation.org/getfile?fileid=c2cde11f2c71cfb474c58964754c6aecc7586986

Proper Citation: NASCArrays: The Nottingham Arabidopsis Stock Centre Arrays
(RRID:SCR_008126)

Description: NASCArrays is the Nottingham Arabidopsis Stock Centre"s microarray
database. Currently most of the data is for Arabidopsis thaliana experiments run by the
NASC Affymetrix Facility. There are also experiments from other species, and
experiments run by other centres too. NASCArrays is an Affymetrix microarray database.
It contains free Affymetrix microarray data, and also features a series of tools allowing you
to query that data in powerful ways. Most of the data currently comes from NASC"s
Affymetrix Service. It also includes data from other sources, notably the AtGenExpress
project. They currently distribute over 30,000 tubes of seed a year. There are currently the
following data mining tools available. All of these tools allow you to type in a gene(s) of
interest, and identify experiments or slides that you might be interested in: -Spot History:
This tool allows you to see the pattern of gene expression over all slides in the database.
Easily identify slides (and therefore experimental treatments) where genes are highly,
lowly, or unusually expressed -Two gene scatter plot: This tool allows you to see the
pattern of gene expression over all slides for two genes as a scatter plot. If you are
interested in two genes, you can find out if they act in tandem, and highlight slides (and
therefore experimental conditions) where these two genes behave in an unusual manner. -
Gene Swinger: If you have a gene of interest, this tool will show you which experiment the
gene expression varied most -Bulk Gene Download: This tool allows you to download the
expression of a list of genes over all experiments. You can get all genes over all
experiments (the entire database!) from the Super Bulk Gene Download Sponsors: This is
a BBSRC funded consortium to provide services to the Arabidopsis community.

Synonyms: NASCArrays
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Ratings and Alerts

No rating or validation information has been found for NASCArrays: The Nottingham
Arabidopsis Stock Centre Arrays.

No alerts have been found for NASCArrays: The Nottingham Arabidopsis Stock Centre
Arrays.

Data and Source Information

Source: SciCrunch Registry
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