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Resource Information

URL.: http://www.bioinformatics.kmutt.ac.th/list-of-courses-2/

Proper Citation: Bioinformatic: Programs and Courses (RRID:SCR_008379)

Description: This program is an international Bioinformatics course at KMUTT designed
for students who desire focused training in the elements of computer science, biology and
biochemistry needed for a successful career in this exciting new discipline. Students in this
program will receive comprehensive training in genomics, algorithms for sequence
analysis, database design and management, software engineering and programming
(including web-based development). Each student will apply their skills to a practical
project, where they will design and implement a solution to a real-world problem under the
guidance of an experienced mentor in industry or academia. In order to receive a Masters
degree, students must demonstrate mastery of the core subject matter (expected to
maintain a minimum grade of B in all core courses) and reach a minimum TOEFL test
score of 500 (paper) or 173 (computer) or equivalent prior to or on completion of the
course. In 24 monhs students gain the knowledge and skills necessary to enter a career
with industry or a career in research as a bioinformatics or biocomputing specialist. The
program offers fifteen scholarships each year include tuition and fees plus an additional to
cover living expenses for 24 months. :Keywords: Bioinformatics, Computer Science,
Biology, Biochemistry, Genomics, Algorithms, Sequence, Analysis, Database, Design,
Management, Software, Engineering, Programing, Industry, Academia, Master"s, :

Synonyms: Bioinformatic

Resource Type: graduate program resource

Resource Name: Bioinformatic: Programs and Courses
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Ratings and Alerts

No rating or validation information has been found for Bioinformatic: Programs and
Courses.

No alerts have been found for Bioinformatic: Programs and Courses.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 613 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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