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Proper Citation

Zinc (RRID:SCR_008596)

Resource Information

URL: http://blaster.docking.org/zinc/

Proper Citation: Zinc (RRID:SCR_008596)

Description: Welcome to ZINC, a free database of commercially-available compounds for
virtual screening. ZINC contains over 13 million purchasable compounds in ready-to-dock,
3D formats. ZINC is provided by the Shoichet Laboratory in the Department of
Pharmaceutical Chemistry at the University of California, San Francisco (UCSF). To cite
ZINC, please reference: Irwin and Shoichet, J. Chem. Inf. Model. 2005;45(1):177-82 PDF,
DOI. We thank NIGMS for financial support (GM71896). There are release notes for ZINC
10. - We have a survey where you can give us feedback.

Synonyms: Zinc

Resource Type: data or information resource, database

Keywords: FASEB list

Resource Name: Zinc

Resource ID: SCR_008596

Alternate IDs: r3d100010372, nif-0000-31930

Alternate URLSs: https://doi.org/10.17616/R3JG77, https://doi.org/10.17616/R3JG77
Record Creation Time: 20220129T080248+0000

Record Last Update: 20260811T043331+0000

Ratings and Alerts

No rating or validation information has been found for Zinc.



https://rrid.site
https://rrid.site/data/record/nlx_144509-1/RRID:SCR_008596/resolver
http://blaster.docking.org/zinc/

No alerts have been found for Zinc.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 1047 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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