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Proper Citation

XxMSanalyzer (RRID:SCR_012144)

Resource Information

URL.: http://xmsanalyzer.sourceforge.net

Proper Citation: xMSanalyzer (RRID:SCR_012144)

Description: A software package of utilities for data extraction, quality control assessment,
detection of overlapping and unique metabolites in multiple datasets, and batch annotation of
metabolites. xMSanalyzer comprises of utilities that can be classified into five main modules:
1) merging apLCMS or XCMS sample processing results from multiple sets of parameter
settings, 2) evaluation of sample quality, feature consistency, and batch-effect, 3) feature
matching, and 4) characterization of m/z using KEGG REST; 5) Batch-effect correction using
ComBat.

Resource Type: software resource

Defining Citation: PMID:23323971

Keywords: software package, mac os x, unix/linux, windows, r
Funding:

Availability: GNU General Public License

Resource Name: xMSanalyzer

Resource ID: SCR_012144

Alternate IDs: OMICS 06039

Record Creation Time: 20220129T080308+0000
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Ratings and Alerts
No rating or validation information has been found for xMSanalyzer.

No alerts have been found for xMSanalyzer.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 70 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID.
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