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Resource Information

URL.: http://cbi.labri.fr/Genolevures

Proper Citation: Genolevures (RRID:SCR_013173)

Description: THIS RESOURCE IS NO LONGER IN SERVICE. Documented on May
24,2023. It provides annotated sequence data and classifications for the genomes of
eighteen species of hemiascomycete yeasts, including nine complete genomes. The
Gnolevures web resources provides genetic element pages, orthologs defined by syntenic
homology, protein families, a genome browser for interspecies comparison, and data sets
for downloading. An advanced search facility permits a number of criterion-based and full
text queries. Classification data, including protein families and orthologs, and the most up-
to-date genome annotations, are for the most part not available in general-purpose
sequence data bases such as EMBL/GenBank/DDBJ.

Synonyms: Gnolevures

Resource Type: database, data or information resource
Keywords: hemiascomycete yeast, protein family
Availability: THIS RESOURCE IS NO LONGER IN SERVICE
Resource Name: Genolevures

Resource ID: SCR_013173

Alternate IDs: nif-0000-21161, nif-0000-02862, SCR_013203
Record Creation Time: 20220129T080314+0000

Record Last Update: 20260808T185952+0000

Ratings and Alerts


https://rrid.site
https://rrid.site/data/record/nlx_144509-1/RRID:SCR_013173/resolver
http://cbi.labri.fr/Genolevures

No rating or validation information has been found for Genolevures.

No alerts have been found for Genolevures.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 13 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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