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Proper Citation

PlantsP (RRID:SCR_013256)

Resource Information

URL: http://plantsp.sdsc.edu

Proper Citation: PlantsP (RRID:SCR_013256)

Description: A database of plant protein kinases and phosphatases as well as genomic
information for these enzymes. Because protein kinases and phosphatases control so
many processes in plants, and occur in networks that unite different cellular processes, a
genome wide approach is needed to make significant advances in discovering the roles of
these enzymes in the regulation of plant function.

Synonyms: PlantsP

Resource Type: database, data or information resource

Resource Name: PlantsP

Resource ID: SCR_013256

Alternate IDs: nif-0000-03310

Record Creation Time: 20220129T080315+0000

Record Last Update: 20260808T190433+0000

Ratings and Alerts

No rating or validation information has been found for PlantsP.

No alerts have been found for PlantsP.

Data and Source Information

Source: SciCrunch Registry

https://rrid.site
https://rrid.site/data/record/nlx_144509-1/RRID:SCR_013256/resolver
http://plantsp.sdsc.edu
https://rrid.site/rin/sources/SCR_005400


Usage and Citation Metrics

We found 15 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .
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Ma Y, et al. (2019) Isolation and expression analysis of Salt Overly Sensitive gene family
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Wang Q, et al. (2017) Genome-wide survey indicates diverse physiological roles of the
turnip (Brassica rapa var. rapa) calcium-dependent protein kinase genes. Scientific
reports, 7(1), 15803.
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