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Proper Citation

ClinProTools (RRID:SCR_014341)

Resource Information

URL: http://g6g-softwaredirectory.com/bio/cross-
omics/biomarker/20241BrukerClinProTools.php

Proper Citation: ClinProTools (RRID:SCR_014341)

Description: Biomarker detection and evaluation software which provides an advanced
basis for mining unknown potential biomarkers in complex protein profiles. Visualization
tools such as stack plots and box-and-whiskers plots can be used to interactively inspect
and compare large data sets originating from samples that contain different clinical
diagnoses. ClinProTools also supplies sophisticated mathematical algorithms for the
discovery of complex biomarker pattern models. Besides validation, class-prediction tools
are also integrated to allow the implementation of the whole biomarker detection and
evaluation process.

Resource Type: data analysis software, data processing software, software application,
data acquisition software, software resource

Keywords: biomarker detection, biomarker evaluation, mining, visualization tools, large
data set, biomarker pattern model

Availability: Pay for product

Resource Name: ClinProTools

Resource ID: SCR_014341

Record Creation Time: 20220129T080320+0000

Record Last Update: 20260814T042900+0000

Ratings and Alerts

No rating or validation information has been found for ClinProTools.
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No alerts have been found for ClinProTools.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 274 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .
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