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Proper Citation

Mercator (RRID:SCR_014493)

Resource Information

URL: http://www.exploranova.com/products/mercator/

Proper Citation: Mercator (RRID:SCR_014493)

Description: A software package for quantification of histological sections. This software
performs functions including: management and analysis of regions of interest, annotations,
statistical analysis, and 3D visualization. These results are edited in an Excel-compatible
spreadsheet.

Resource Type: software resource, software application, data analysis software, data
processing software

Keywords: histology analysis, image analysis, statistical analysis, 3d visualization, excel
Availability: Commercial

Resource Name: Mercator

Resource ID: SCR_014493

Record Creation Time: 20220129T080320+0000

Record Last Update: 20260808T190025+0000

Ratings and Alerts
No rating or validation information has been found for Mercator.

No alerts have been found for Mercator.

Data and Source Information

Source: SciCrunch Registry



https://rrid.site
https://rrid.site/data/record/nlx_144509-1/RRID:SCR_014493/resolver
http://www.exploranova.com/products/mercator/
https://rrid.site/rin/sources/SCR_005400

Usage and Citation Metrics
We found 692 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .

Sun H, et al. (2026) A study on the coupling mechanism between the urban environment
and depression perception based on deep learning and street view image. Scientific
reports, 16(1), 5856.

Pal D, et al. (2026) Integrative transcriptome and genome resequencing reveals
conserved flowering regulators and allelic variants in early- and late-flowering linseed
(Linum usitatissimum L.) accessions. Scientific reports, 16(1).
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