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Proper Citation

CummeRbund (RRID:SCR_014568)

Resource Information

URL: http://compbio.mit.edu/cummeRbund/index.html

Proper Citation: CummeRbund (RRID:SCR_014568)

Description: Software R package used for simplifying and analyzing Cufflink RNA-Seq 
output. This program takes various output files from a cuffdiff run and creates a SQLite 
database of the results that will describe the appropriate relationships between the genes, 
transcripts, transcription start sites and CDS regions.

Resource Type: sequence analysis software, data processing software, software resource, 
software application, data analysis software

Keywords: r software, cufflink, rna-seq, sqlite, gene, transcript, transcription start site, cds 
region, r, rnaseq, rna seq, bio.tools, FASEB list

Funding:

Availability: Free, Freely available

Resource Name: CummeRbund

Resource ID: SCR_014568

Alternate IDs: biotools:cummerbund, OMICS_07349

Alternate URLs: https://bio.tools/cummerbund, https://sources.debian.org/src/r-bioc-
cummerbund/

License: Artistic License 2.0
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Record Creation Time: 20220129T080321+0000

Record Last Update: 20250412T055813+0000

Ratings and Alerts

No rating or validation information has been found for CummeRbund.

No alerts have been found for CummeRbund.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 355 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID.
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SYT6. Molecular neurodegeneration, 19(1), 80.
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planta in the tumorigenic olive pathogen Pseudomonas savastanoi pv. savastanoi. Frontiers 
in plant science, 15, 1347982.
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Cell death & disease, 14(6), 347.
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Pathways in Colon Cancer Cells. International journal of molecular sciences, 24(2).

Schorr AL, et al. (2023) An updated C. elegans nuclear body muscle transcriptome for 
studies in muscle formation and function. Skeletal muscle, 13(1), 4.
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regeneration. Developmental biology, 488, 11.

Paslaru L, et al. (2022) Comparative RNA-Sequencing Analysis Reveals High Complexity 
and Heterogeneity of Transcriptomic and Immune Profiles in Hepatocellular Carcinoma 
Tumors of Viral (HBV, HCV) and Non-Viral Etiology. Medicina (Kaunas, Lithuania), 58(12).

Zhang Q, et al. (2022) Identifying the Caenorhabditis elegans vulval transcriptome. G3 
(Bethesda, Md.), 12(6).


