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Proper Citation

Perl Programming Language (RRID:SCR_018313)

Resource Information

URL: http://www.perl.org

Proper Citation: Perl Programming Language (RRID:SCR_018313)

Description: Software tool to accompany existing resources such as Python
programming language resource and comprehensive Perl archive network (CPAN)
resource. Perl is family of two high level, general purpose, interpreted, dynamic
programming languages. Perl refers to Perl 5, but from 2000 to 2019 it also referred to its
redesigned sister language, Perl 6, before name was officially changed to Raku in October
20109.

Synonyms: Perl 5, Perl 6, Raku

Resource Type: software resource, programming language
Keywords: Programming language

Availability: Free, Available for download, Freely available
Resource Name: Perl Programming Language

Resource ID: SCR_018313

Record Creation Time: 20220129T080339+0000

Record Last Update: 20260812T044343+0000

Ratings and Alerts
No rating or validation information has been found for Perl Programming Language.

No alerts have been found for Perl Programming Language.

Data and Source Information
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http://www.perl.org

Source: SciCrunch Registry

Usage and Citation Metrics
We found 382 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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