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Proper Citation

10x Genomics: Chromium Controller Genetic Analyzer (RRID:SCR_019326)

Resource Information

URL: https://www.10xgenomics.com/instruments/chromium-controller/

Proper Citation: 10x Genomics: Chromium Controller Genetic Analyzer
(RRID:SCR_019326)

Description: Genetic analyzer, referred to as Chromium Controller for combining large
partition numbers with a diverse barcode library to generate >100,000 barcode-containing
partitions. Chromium Controller runs low- and standard-throughput assays. It does not run
high-throughput assays.Chromium Controller uses advanced microfluidics to perform
single cell partitioning and barcoding in a matter of minutes. Powered by Next GEM
technology, the Chromium Controller enables integrated analysis of single cells at massive
scale.

Resource Type: instrument resource
Keywords: 10X Genomics, Genetic Analyzer, Instrument Equipment, USEDit
Availability: Commercially available

Specification URL: https://raw.githubusercontent.com/SciCrunch/RRID-
Instruments/refs/heads/main/PDF/SCR_019326.pdf

Resource Name: 10x Genomics: Chromium Controller Genetic Analyzer
Resource ID: SCR_019326
Record Creation Time: 20220129T080344+0000

Record Last Update: 20260801T190614+0000
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No rating or validation information has been found for 10x Genomics: Chromium Controller
Genetic Analyzer.

No alerts have been found for 10x Genomics: Chromium Controller Genetic Analyzer.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 27 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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