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Proper Citation

Classification And Regression Training (RRID:SCR_022524)

Resource Information

URL: https://github.com/topepo/caret

Proper Citation: Classification And Regression Training (RRID:SCR_022524)

Description: Software R package that contains functions for training and plotting
classification and regression models. Includes methods for pre-processing training data,
calculating variable importance, and model visualizations.

Abbreviations: caret

Synonyms: Classification And REgression Training

Resource Type: software toolkit, software resource

Defining Citation: DOI:10.18637/jss.v028.i05

Keywords: training and plotting classification and regression models, pre-processing
training data, calculating variable importance, model visualizations.

Availability: Free, Available for download, Freely available

Resource Name: Classification And Regression Training

Resource ID: SCR_022524

Alternate URLs: https://cran.r-project.org/web/packages/caret/

License: GPL v3

Record Creation Time: 20220628T050153+0000

Record Last Update: 20260810T040824+0000

Ratings and Alerts

https://rrid.site
https://rrid.site/data/record/nlx_144509-1/RRID:SCR_022524/resolver
https://github.com/topepo/caret
https://dx.doi.org/10.18637/jss.v028.i05


No rating or validation information has been found for Classification And Regression
Training.

No alerts have been found for Classification And Regression Training.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 54 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .
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machine learning algorithms for non-invasive prediction of IL7R expression in high-grade
gliomas and its prognostic value in clinical practice. Journal of translational medicine,
23(1), 383.
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target in acute kidney injury: integrated bioinformatics and experimental validation. Renal
failure, 47(1), 2547260.
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