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Proper Citation

GetOrganelle (RRID:SCR_022963)

Resource Information

URL: https://github.com/Kinggerm/GetOrganelle

Proper Citation: GetOrganelle (RRID:SCR_022963)

Description: Software toolkit to assembly of organelle genome from genomic skimming
data. Used for accurate de novo assembly of organelle genomes.

Resource Type: software toolkit, software resource

Defining Citation: PMID:32912315

Keywords: Organelle genome assembly, genomic skimming data, organelle genomes, de
novo assembly

Funding: Chinese Academy of Sciences ;
National Natural Science Foundation of China

Availability: Free, Available for download, Freely available

Resource Name: GetOrganelle

Resource ID: SCR_022963

License: GNU GPL v3.0

Record Creation Time: 20221115T050204+0000

Record Last Update: 20260803T040834+0000

Ratings and Alerts

No rating or validation information has been found for GetOrganelle.

No alerts have been found for GetOrganelle.

https://rrid.site
https://rrid.site/data/record/nlx_144509-1/RRID:SCR_022963/resolver
https://github.com/Kinggerm/GetOrganelle
https://pubmed.ncbi.nlm.nih.gov/32912315


Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 175 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .
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resources, 26(1), e70070.

Guo X, et al. (2025) Comparative Analysis of Plastomes of Artemisia and Insights into the
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Kumar V, et al. (2025) Whole genome sequencing and assembly of the house sparrow,
Passer domesticus. GigaByte (Hong Kong, China), 2025, gigabyte161.
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Zhong Q, et al. (2025) Comparative and phylogenetic analysis of the complete chloroplast
genome sequences of Melanoseris cyanea group. Scientific reports, 15(1), 10566.
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Chakraborty A, et al. (2025) Life inside a bag: multiomics insights into the bagworm
species Eumeta crameri. DNA research : an international journal for rapid publication of
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the UNESCO world heritage Ogasawara Islands revealed by mitogenomics. BMC ecology
and evolution, 25(1), 135.
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