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Proper Citation

10x Genomics: Chromium X Single Cell Analyzer (RRID:SCR_024537)

Resource Information

URL: https://www.10xgenomics.com/instruments/chromium-x-series

Proper Citation: 10x Genomics: Chromium X Single Cell Analyzer (RRID:SCR_024537)

Description: Analyzer used for high throughput full range single cell analysis. Chromium
X runs high-throughput assays. It runs all single cell assays, including high-throughput
assays for Single Cell Immune Profiling and Single Cell Gene Expression.

Synonyms: 10X Genomics Chromium X, Chromium X Single Cell Analyzer, Chromium X
Resource Type: instrument resource

Keywords: high throughput full range single cell analysis, high throughput assays, single
cell assays, Single Cell Immune Profiling, Single Cell Gene Expression, instrument,
equipment

Availability: Restricted

Specification URL: https://raw.githubusercontent.com/SciCrunch/RRID-
Instruments/main/PDF/SCR_024537.pdf

Resource Name: 10x Genomics: Chromium X Single Cell Analyzer
Resource ID: SCR_024537

Alternate URLSs: https://pages.10xgenomics.com/rs/446-PBO-
704/images/10x_LITO00139_ Chromium-X_Brochure_Digital.pdf

Record Creation Time: 20231004T050232+0000

Record Last Update: 20260801T190828+0000
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No rating or validation information has been found for 10x Genomics: Chromium X Single
Cell Analyzer.

No alerts have been found for 10x Genomics: Chromium X Single Cell Analyzer.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 19 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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