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Proper Citation

TWIST Bioscience (RRID:SCR_025817)

Resource Information

URL: https://www.twistbioscience.com

Proper Citation: TWIST Bioscience (RRID:SCR_025817)

Description: Public biotechnology company based in South San Francisco that
manufactures synthetic DNA and DNA products, makes gene synthesis, oligo pools,
exome, NGS target enrichment, variant libraries and other synthetic DNA tools.
Researchers can access quality tools for more accurate NGS, highly customizable Gene
Synthesis at scales that fit any workflow, more accurate genomic screens that require
fewer resources, and libraries with optimized discovery power as every variant is directly
synthesized.

Resource Type: commercial organization

Keywords: manufactures synthetic DNA and DNA products, gene synthesis, oligo pools,
exome, NGS target enrichment, variant libraries, synthetic DNA,

Resource Name: TWIST Bioscience
Resource ID: SCR_025817
Record Creation Time: 20241001T053245+0000

Record Last Update: 20260801T191325+0000

Ratings and Alerts
No rating or validation information has been found for TWIST Bioscience.

No alerts have been found for TWIST Bioscience.

Data and Source Information
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Source: SciCrunch Registry

Usage and Citation Metrics
We found 49 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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