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Type: Tool

Proper Citation

Akoya Biosciences: Vectra 3 Automated Quantitative Pathology Imaging System
(RRID:SCR_025828)

Resource Information

URL: https://www.akoyabio.com/phenoimager/instruments/vectra-3-0/

Proper Citation: Akoya Biosciences: Vectra 3 Automated Quantitative Pathology Imaging
System (RRID:SCR_025828)

Description: Vectra 3 automated quantitative pathology imaging system, together with the
inForm software, provides multispectral and automated multi-slide imaging of up to 6
slides to detect and measure weakly expressed and overlapping biomarkers in H and E,
IHC or IF intact FFPE tissue sections or TMAs within familiar digital pathology workflow.

Synonyms: Vectra 3 Automated Quantitative Pathology Imaging System
Resource Type: instrument resource
Keywords: multispectral and automated multi-slide imaging, slide, imaging,

Specification URL: https://raw.githubusercontent.com/SciCrunch/RRID-
Instruments/main/PDF/SCR_025828.pdf

Resource Name: Akoya Biosciences: Vectra 3 Automated Quantitative Pathology
Imaging System

Resource ID: SCR_025828

Alternate URLSs: https://www.akoyabio.com/wp-content/uploads/2020/03/Vectra-3-
Product-Note-1.pdf

Record Creation Time: 20241001T053245+0000

Record Last Update: 20260801T191326+0000
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No rating or validation information has been found for Akoya Biosciences: Vectra 3
Automated Quantitative Pathology Imaging System.

No alerts have been found for Akoya Biosciences: Vectra 3 Automated Quantitative
Pathology Imaging System.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 6 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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